FIGURE 1 



R35464 GGCCGGGTCG TTTCTCGCCT GGCTGGGATC GCTGCTCCTC TCTGGGGTCC 50 

ORF P GR F S P GWDR CSS LGS 16 

R35464 TGGCCGGCCG ACCGAGAACG CAGCATCCAC GACTTCTGCC TGGTGTCGAA '00 

ORF WPAO RER SIH D'FCL VSK *33 

R35464 GGTGGTGGGC AGATTCCGGG CCTCCATGCC TAGGTGGTGG TACAATGTCA 150 

ORF VVG R £ R A SMP RWW Y N V ? sc 

R35464 CTGACGGATC CTGCCAGCTG TTTGTGTATG GGGGCTGTGA CGGAAACAGC 200 

ORF OGS CQL F V Y G GCD GN5 66 

R35464 AATAATTACC TGACCAAGGA GGAGTGCCTC AAGAAATGTG CCACTGTCAC 250 

ORF NNYLTKEECLKKCATVT 83 

R35464 AGAGAATGCC ACGGGTGACC TGGCCACCAG CAGGAATGCA GCGGATTCCT 300 
ORF ENA TGDL ATS RNA ADSS100 

R3S4 64 CTGTCCCAAG TGCTCCCAGA AGGCAGGATT CTTGAAGACC ACTTCAGCGA 350 

ORF VPS APR RODS • _ R P i Q R uj 

R35464 TATGTTTCAA NTATTGNAAG AATAATTGCA CCGNCAACGN ATT ^93 

ORF YVS»I«RIIAP«T« 130 

KEY 

R35464 - Nucieic acid sequence of EST R3S464 (SEQ ID NO: 12) 
ORF - EST R35464 Open Reading Frame Translation (SEQ ID NO: 13) 




FIGURE 2 




R74593 GGAATAATTA CCTGACCAAG 
ORF Q * L P 0 Q G 

R7 4593 ACAGAGAATG CCACGGGTGA 
ORT R E C H G * 

R74593 CTCTGTCCCA AGTCTCCCAG 
ORF L C P K S P R 

R7 4593 TATGTTCAAC TATGAAGAAT 
ORF M F N Y E E Y 

R7 4593 GCCGTGCATC CTTCCCACGC 
ORF R A S F P R 

R7 4593 AATAACTTCA TCTATGGAGG 
ORF N N F I Y G G 

R74593 TGAGGAGGCC TGCATGCTCC 
ORF SEA C M L R 

R74 593 TGCCCCTTGG CTCAAAGGTG 
ORF P L G S K V 

R74 593 TGTTGATCCT TTTCCTGGGG 
ORF C * S F S W G 

R7 4593 CAAGGAGGAA CCAGGAGCGT 
ORF K E E P G A C 

R74 593 GACAAGGGNT 
ORF Q G 



GAGGAGTGCC TCAAGAAATG TGCCACTGTC 50 

GVP QEM CHCH 17 

CCTGGCCACC AGCAGGAATG CAGCGGATTC 100 

PGHQQECSGF 33 

AAGGCAGGAT TCTGAAGACC ACTCCAGCGA 150 

R Q D SEOH SSD 50 

ACTGCACCGC CAACGCAGTC ACTGGGCCTT 200 

CTA N A V TGPC 67 

TGGTACTTTG ACGTGGAGAG GAACTCCTGC .2 50 

W Y F D VER NSC 83 

CTGCCGGGGC AATAAGAACA GCTACCGCTC 300 

CRG NKNS YRS 100 

GCTGCTTCCG JCAGCAGGAG AATCCTCCCC 350 
CFR QQE NPPL117 

GTGGTTCTGG CCGGGGCTGT TTCGTGATGG 4 00 

VVLA G A V S • W 133 

AGCNTCCATG GTCTTACTGA TTCCGGGTGG 4 50 

ASM VLLI PGG 150 

GCCCTGCGGA NCGTCTGGAG CTTCGGAGAT 500 

PAX RLE L R R * 16*7 

510 
169 



KEY 

R74593 - Nucleic acid sequence of EST R74593 (SEQ ID NO: 14) 
ORF - EST R74593 Open Reading Frame Translation (SEQ ID NO: 15) 
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FIGURE 3 W 3/^# 



R35464 GGCCGGGTCGT TTCTCGCCTG GCTGGGA-TC GCTGCTCCTC TCTGGGGTCC 

N39798 TGGGANTC GCTGCTCCTC TCTGGGGTCC 

H94519 GCNGCG-CGT TNNTCGCNT- GCTGGGA-TC GCTGCACCTC TCTGGGGTCG 

R74593 corr. 

Consensus flfl CCCfiflTC GT TTCTCGCCTG nrrMnk-rr GCTGCTCCTC TCTGGGGTCC 



Translation A G S F LAW 



L L L 



S G 



50 
28 
47 

50 
-3 



R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 



TGGCCGGCCG ACCGAGAACG CAGCATCCAC GACTTCTGCC TGGTGTCGAA 100 

TGG-CGGCCG ACCGAGAACG CAGCATCCAC GACTTCTGCC TGGTGTCGAA 7 7 

NGG-CGGCCG ACCGAGAACG CAGCATCCAC GACTTCTGCC TGGTGTCGAA 96 

TGG-CGGCCG ACCGAGAACG CAGCATCCAC GACTTCTGCC TGGTGTCGAA 99 

LA&a a £ a a i a qlcl x z & is 



R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 



GGTGGTGGGC AGATTCCGGG CCTCCATGCC TAGGTGGTGG TACAATGTCA 150 

GGTGGTGGGC AGATGCCGGG CCTCCATGCC TAGGTGGTGG TACAATGTCA 127 

GGTGGTGGGC AGATGCCGGG CCTCCATGCC TAGGTGGTGG TACAATGTCA 146 

GGTGGTGGGC AGATfiCCGGG CCTCCATGCC TAGGTGGTGG TACAATGTCA 149 

2 i z a c a a s a a a h h x n j: i 32 



R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 



CTGACGGATC CTGCCAGCTG TTTGTGTATG GGGGCTGTGA CGGAAACAGC 200 

CTGACGGATC CTGCCAGCTG TTTGTGTATG GGGGCTGTGA CGGAAACAGC 177 

CTGACGGATC CTGCCAGCTG TTTGTGTATG GGGGCTGTGA CGGAAACAGC 196 

GC 2 

CTGACGGATC CTGCCAGCTG TTTGTGTATG GGGGCTGTGA CGGAAACAGC 199 

ass caL a y x a sea a h a 48 



R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 



AATAATTACC 
AATAATTACC 
AATAATTACC 
AATAATTACC 
AATAATTACC 
U U * L 



TGACCAAGGA 
TGACCAAGGA 
TGACCAAGGA 
TGACCAAGGA 
TGACCAAGGA 
T K E 



GGAGTGCCTC 
GGAGTGCCTC 
GGAGTGCCTC 
GGAGTGCCTC 
GGAGTGCCTC 
E C L 



AAGAAATGTG 
AAGAAATGTG 
AAGAAATGTG 
AAGAAATGTG 
AAGAAATGTG 
K K C A 



CCACTGTCAC 2 50 
CCACTGTCAC 227 
CCACTGTCAC 24 6 
CCACTGTCAC 52 
CCACTGTCAC 2 49 
TV? 65 



R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 



AGAGAATGCC ACGGGTGACC TGGCCACCAG CAGGAATGCA GCGGATTCCT 

AGAGAATGCC ACGGGTGACC TGGCCACCAG CAGGAATGCA GCGGATTCCT 

AGAGAATGCC ACGGGTGACC TGGCCACCAG CAGGAATGCA GCGGATTCCT 

AGAGAATGCC ACGGGTGACC TGGCCACCAG CAGGAATGCA GCGGATTCCT 

AGAGAATGCC ACGGGTGACC TGGCCACCAG CAGGAATGCA GCGGATTCCT 

ENA TGDL ATS R N A ADSS 



300 

"> "? ■? 

296 
102 
299 
32 



R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 



CTGTCCCAAG TGCTCCCAGA 
CTGTCCCAAG TGCTCCCAGA 
CTGTCCCAAG TGCTCCCAGA 
CTGTCCCAAG TGCTCCCAGA 
CTGTCCCAAG TGCTCCCAGA 
VPS APR 



AGGCAGGATT CTTGAAGACC ACTTCAGCGA 35C 
AGGCAGGATT CT-GAAGACC ACTCCAGCGA 326 
AGGCAGGATT CT-GAAGACC ACTCCAGCGA 34 5 
AGGCAGGATT CT-GAAGACC ACTCCAGCGA 1:1 
AGGCAGGATT CT-GAAGACC ACTCCAGCGA 34 8 
RQDS EDH SSD 99 



R35464 

N39798 

H94519 

R74593 corr. 

Consensus 

Translation 



TATGTTTCAA NTATTGNAAG AATAATTGCA CCGNCAACGN ATT- 



193 



TATGTT-CAA CTA-TG-AAG AATACT-GCA CCGCCAACGC AGTCACTGGG 372 

TATGTT-CAA CTA-TG-AAG AATACTGGCA CCGCCAACGC ATTCACTGGG 392 

TATGTT-CAA CTA-TG-AAG AATACT-GCA CCGCCAACGC AGTCACTGGG 1 ^ 

TATGTT-CAA CTA-TG-AAG AATACT-GCA CCGCCAACGC AGTCACTGGG 2 94 

MF N Y £ Z Y C T ANA V T 3 113 



FIGURE 3 (CONT) 



R35464 — - 

N39798 CCTTGC-GTG GAATCCTTTC CCACGCTGGN AATTTNGACG TTGAGAAGGA 421 

H94S19 CCT-GC-GTG -CATCCTT-C CCACGCTGGT ACTTT-GNCG 427 

R74593 corr. CCTTGCCGTG -CATCCTT-C CCACGCTGGT ACTTT-GACG TGGAGA-GGA 243 

Consensus CCTTGCCGTG -CATCCTT-C CCACGCTGGT ACTTT-GACG TGGAGA-GGA 44 0 

Translation PCRA S F PRWYFDVERN 129 

R35464 ~ 

N39798 AC 423 

H94519 — 

R74593 corr. ACTCCTGCAA TAACTTCATC TATGGAGGCT GCCGGGGCAA TAAGAACAGC 293 

Consensus ACTCCTGCAA TAACTTCATC TATGGAGGCT GCCGGGGCAA TAAGAACAGC 4 90 

Translation S C N N F I YGGC RGN KNS 145 

R3S464 

N39798 - 

H94519 

R7 4 593 corr. TACCGCTCTG AGGAGGCCTG CATGCTCCGC TGCTTCCGCC AGCAGGAGAA 34 3 

Consensus TACCGCTCTG AGGAGGCCTG CATGCTCCGC TGCTTCCGCC AGCAGGAGAA 540 

Translation Y R S E EAC MLR CFRQ QEN 162 

R35464 - - - 

N39798 — 

H94519 - - 

R74593 corr. TCCTCCCCTG CCCCTTGGCT CAAAGGTGGT GGTTCTGGCC GGGGCTGTTT 393 

Consensus TCCTCCCCTG CCCCTTGGCT CAAAGGTGGT GGTTCTGGCC GGGGCTGTTT 590 

Translation PPL PLGS K V V V L A GAVS 179 

R35464 - 

N39798 

H94519 — - 

R74593 corr. CGTGATGGTG TTGATCCTTT TCCTGGGGAG CNTCCATGGT CTTACTGATT 44 3 

Consensus CGTGATGGTG TTGATCCTTT TCCTGGGGAG CNTCCATGGT CTTACTGATT 64 0 

Translation • W C *SF SWGA SMV LLI 195 

R35464 

N39798 - - 

H94519 — — - — 

R74593 corr. CCGGGTGGCA AGGAGGAACC AGGAGCGTGC CCTGCGGANC GTCTGGAGCT 4 93 

Consensus CCGGGTGGCA AGGAGGAACC AGGAGCGTGC CCTGCGGAN C GTCTGGAGCT 690 

Translation PGGK ESP GAC P A • R L E L 212 



R35464 

N39798 

H94519 

R74593 corr. TCGGAGATGA CAAGGGNT 

Consensus tcggagatga caagggnt 

Translation R R • Q G 



'03 
!17 



KEY 

R35464 - Nucleic acid sequence of EST R35464 (SEQ ID NO. 
N39798 • Nucleic acid sequence of EST N39798 (SEQ ID NO. 
H94519 - Nucleic acid sequence cf EST H94519 (SEQ ID NO. 
R74593 corr. • Corrected version of (SEQ ID NO. : 14) G at 
Consensus * Nucelic acid sequence for numan bikunin (SEQ ID NO. 
Translation - Amino acid Translation cf Consensus (SEQ ID NO. : 
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17) 
16) 
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Figure 4 A. 



Schematic depicting the overlap of ESTs bearing homology 
to the cDNA sequence encoding placental bikunin 
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Figure 4B 
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Figure 4C 

1 50 

BiKunin CCCA CCTCCCCCCC TTCGGAGGTG TAGCGCGCCT CTGAACGCGT 

N 4 08 51 CCCA CCTCCCCCCC TTCCCACCTC TACCCCCCCT CTCAACCCCT 

N39876 CCCA CCTCCCCCCC TTCCCAGGTC TACCCCCCCT CTCAACCCCT 

R87894 

HI €8 66 GCCCA CCTCCCCCCC TTCCCACCTC TACCCCC.CT CTCAACCCCN 

R34808 

T66056 

N57 4 50 7 TACCCCCCCT CTCAACCCNA 

N57374 

R35464 

H94519 

M39798 

H87300 

R74593 

R31730 

334701 - 

HC2 982 

R32676 

747439 



8 



TiquTm 4C (Con't) 



5: ;co 

Bikunin GNA GGGCCG TTCACTCTCC CAGCCCCCCA CCCCCCCACT CACCACCACA 

NOBS: NGAGNGCCCC TTGAGTGTCC CAGGCGGCGA CGGCGCGAGT GAGGAGCAGA 

S39876 GCA.GCCCCC TTGAGTGTCC CAGGCGGCGA CCCCCCCACT GAGGAGCAGA 

* 87894 TTCACTGTNG NAGGCGGCGA GGGCGCGACT GAGGAGCAGA 

H16866 ..ANGCGCCC TTGAGTGTCC CAGGCCGC.A CGCCN.CACT GAGGAGCAGA 

R3480S G GAGGAGCAGA 

T660S8 

N57 4 50 CAAGNGGCCG TTGAGTGTCC CAGGCGGCGA CCCCCCGAGT GAGGAGCAGA 

N5?374 ACA 



rigur* 4C (Con't) 

Bikurun CCCAGCCATC CCGCCCCCAC AACNC CGGC GTCCCCACAC TGAAGCTCCG 

N408S1 CCCAGCCATC GCCCGCCGAG AAGNC.GGCC GTCCCCACAC TGAAGCTCCG 

N39876 CCCAGCCATC CCGCCCCCAC AAGNC.GGCC NTCCCCACAC TGAACGTCCG 

R87894 CCCAGCCATC CCGCCCCCAC AAGCCCCGCC GTCCCCACAC TGAACGTCCG 

HI 68 66 CCCAGCCATC CCGCCCCCAC AACNC. CGGC GTCCCCACAC TGAAGCTCCG 

R34 808 CCCAGCCATC CCGCCCCCAC AACNC. CCCC CTCCCCACAC TCAACGTCCC 

T66058 

N57 4 30 CCCAGCCATC CCGCGCCCAG AACNC . CGGC CTCCCCACAC TGAACGTCCG 

MS 7 3 74 CCCACGCATC CCGCCCCCAC AAGNC.GGCC CTCCCCACAC TGAACGTCCG 

R3S4 64 



Figure 4C (Coa't) 

.... 

Slkunin CAAACCCCAC TTCCCCCCCC TTTCCCACCT CCCCCACCCT CCCCCACCC? 

N<08S1 CAAACCCCAC TTCCCCCCCC TTTCCCACCT CCCCCACCCT CCCCCACCCT 

N39876 CAAACCCCAC TTCCCCCSCC TTTCCCACCT CCCCCACCCT CCCCCACCCT 

RB7894 CAAACCCCAC TTCCCCCCCC TTTCCCACCT CCCCCACCCT CCCCCACCCT 

H1686S CAAACCCCAC TTCCCCCCCC TTTCCCACCT CCCCGACC.T CCCCCACCN. 

R34808 CAAACCCCAC TTCCCCCCCC TTTCCCACCT CCCCCACCCT CCCCCACCCT 

T6S0S8 CGACCCT CCCCCACCCT 

NS74S0 CAAACCCCAC TTCCCCCCCC TTTCCCACCT CCCCCACCCT CCCCCACCCT 

NS7374 CAAACCCCAC TTCCCCCCCC TTTCCCACCT CCCCCACCCT CCCCCACCCT 

R3S464 

H94S19 



f 



H|4* 



Figure 4C (Con't) 

Bikunin CCGCACCTGA ACGCCACGCG CTCCATTGCC CGTGCCTTTC .ACCGCCTTC 
N408S1 CCGCACCTGA ACGCCACGCG CTCCATTGCC CCTGCCTNTC .ACCGCCTTC 
N 3 98 7 6 CCGCACCTGA ACGCCACGCG CTCCATTGCC CGTGCCTTTC . ACCGCCTTC 
R6 7 894 CCCCACCTGA ACGCCACGCG CTCCATTGCC CGTGCCTTTC .ACCGCCTTC 
HI 6866 .CCCACCTGA ACCCCAGCCC CTCCATTCCG CGTGCCTTTC . ACCGCCTTC 

R3 4 808 CCGCACCTGA ACGCCACGCG CTCCATTGCC CCTGCCTNTC C ACCGCCTTC 

T 6 6058 CCGCACCTGA ACGCGACGC . CTCCATTGCC .CTGCCTCTC NAGGCGCTTC 

N57 4 50 CCGCACCTGA ACCCCAGCCC CTCCATTGCC CGTGCCTTTC . ACCGCCTTC 

N57374 CCGCACCTGA ACGCGACGC . CTCCATTCC. CCTGCCTTNC .ACCGCCTTC 

R35464 

H94519 

N39798 

H87300 

R74S93 

Rimo * ^ 

R347C; 

HC2982 

R326-»6 

T47439 

373966 

H39840 

H95233 

H3 984: 

N3C199 

T52966 I 

N29508 

N26919 

N26910 

H16757 

S27^32 



f 



rigur 4C (C n't) 

251 300 

Bikunin CCCCACCT G ATCGCCAGAC CCCAACGGCT CGTCC CCTC GC TC CCCC 

N40851 CCGCACCT.C ATCGCCAGAC CCCAACCCCT GCTGC.CCTC CCCTG.CCCC 

N39876 CCGCACCT.C ATCGCCAGAC CCCAACGGCT GGTGG.CGTC CCCTG.CCCC 

R87894 CCGCACCT.C ATCGCCAGAC CCCAACGGCT CCTNC.CGTC CC.TN.CCCC 

H16866 CCGCACCT.C ATCGCGAGAC CCCAACGGCT CCTNC.CGTC GC.TGGCGCG 

R34808 CCGCACCT.C ATCGCCAGAC CCCAACGGCT GGTCCGCGTC GC.TG.CCCC 

T66058 CCGCACCT.C ATCGCCAGAC CCCAACGGCT GGTGG.CGTC GC.TC.CGCC 

N574S0 CCGCACCT.C ATCGCGACAC CCCAACGGCT GGTGG.CGTC CCCTG.CCCC 

N57374 CCGGAACTTG ATCGCGAGAC CCCAACCCCT GGTGG.CGTC GC.TG.CCCC 

R35464 

H94S19 

N39798 

H87300 

R74593 

R31730 

R347C1 

HC2982 

R32676 

T47439 

R73968 

H39840 

H95233 

H39841 

N30199 

T52966 

N29508 

N26919 

N26910 

H16757 

S27732 



nj 



rigur* 4C (C n't) 

Bikunm TC TCCGCTC ACCT CCCCA TCCCCCANT CTTCC GGGC T CACCC CC 

N40851 TC. TCCGCTC ACCT . CCNCA TGTCC 

N39876 TC.TCCCCTC ACCT. CCCCA TCCCCCACT . C.TGCCGNCC T. CACCC. C 

R87894 TC.TCCCCTC ACCTTCCCCA TCCCCCANT . CTTNC.CGCC T.NACCC.CC 

HI 6866 TTCTCCCCTC ACCT. CCCCA TCCCCCANT. CTTCC.CNCC T. CACCC. CC 

R34808 TCTTCCCCTC ACCTCCCCCA TCCCCCANTT GTTCC.CCCC T. CACCC. CC 

T66058 TC.TCCCCTC ACCT. CCCCA TCCCCCANT. CTTCC.CNCC T. CACCC. CC 

N57 4 50 TC.TCCCCTC ACCT. CCCCA TCCCCCANT. CCTCC.CCCC TTCACCC.CC 

N57 3*U TCCTCCCCTC ACCT. CCCCA TCCCCCANT. CCTCCCCNCC T.CACCCCCC 

R35464 CCCCCC 

H94519 

N39798 

H87300 

R74593 

*31730 

334701 

H02982 

R32676 

T4709 

R73968 

H39840 

H9S233 

H3984I 

N30199 

T52966 

N29508 

N26919 

N26910 

H16757 

S27732 
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Figur* 4C (Con't) 
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Figur« 4C (C n't) 



H16866 

334808 

T660S8 

S57450 

N57374 

R35464 

H94S19 

N39798 

H87300 

374593 



401 

CGGG TCCTC 
CGCCTTCCTC 

cgcgttc . tc 
gcgg.tcctc 
ggcg.tcctc 
cccc. TCCTC 
CCCC. TCCTC 
GGGC . TCCNC 
GCGG . TCCTC 



C CCCCCCA 
CC . CCCCCCA 
CCCNCCCCCA 
G . . CCCCCCA 
G . . CCCCCCA 
C . . CCCCCCA 
C . CCCCCCCA 
G. . CCCCCCA 
G. . CCCCCCA 



CCCA CAACC 
CCGA.CAACC 
NCGA. CAACC 
CCGA.CAACC 
CCCA . CAACC 
NCGAAGAANC 
CCGA.GAACC 
CCGA.CAACC 
CCGA.CAACC 



CA CCA TCC 
CA.GCA.TCC 
CAACCA . TTC 
CA. CCA. TCC 
CA.GCA.TCC 
CA.CCAATCC 
CA.GCA.TCC 
CA. CCA. TCC 
CA . CCA . TCC 



450 

accactt cr 

AACAATTTTT 
ACCA . TTT 
ACCANTT.CT 
ACCACTT. CT 
AWCAATTNCT 
ACCACTT. CT 
ACCACTT. CT 
ACCACTT . CT 



Figur* 4C (C n't) 

45: 

3i*«nin GCCTCGTG? CGAACGT ZZ TCGCCACATG CCCGG CCTC CATGCCTA G 
H16866 SCC 

T6S058 TCCTCGTCTT CGAAGC 

NS7«SC GCCTCCTCT . CGAACGT. GC TCGGCAC 

GCCTCGTCTT CGAAAGTTGG TGGCCANATT CCCGCCCCTT CATCNCTAAC 
R354 84 CCCTGGTCT. CGAACGT . GC TGCCCAGATT CCGGG.CCTC CATCCCTA.G 
H94S19 GCCTGGTST. CCAACCT.GC TGGGCAGATC CCGCG.CCTC CATGCCTA C 
«9798 CCCTGCTGT. CGAACCT.GC TGGCCAGATG CCGCG.CCTC CATGCCTA G 
H87300 



Figur* 4C (Coo't) 



a r sf 



501 55C 

BUunin C TCGT OCT ACAATCTCAC TGACGCATCC TCCCACCTCT 7TC7C7 A7C 

NS7374 CTTGGTTGCT ANAATCTNAA TTAANCATTC TTGCAACTCT TTCTCTNA77 

R354 64 C.TCC7.CC7 ACAATCTCAC TCACCGA7CC 7GCCACC7CT TTCTCT.ATC 

H94 519 G.TCCT.GGT ACAATCTCAC TGACGCATCC 7CCCAGCTC7 77C7C7.ATC 

N39798 C.TGGT.CC7 ACAATCTCAC TCACCCATCC TCCCACCTCT 7TC7C7.A7C 

H873C0 

R74593 "][ 

R31730 ' ' 

R347C1 

H02982 ......[] 

R32676 ......... 

74 74 39 ......... 

R73968 .... ... 
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H16757 * 

N27732 



551 600 

Bixunir. GGGCC7GTCA CGCAAACA CCAA7AATTA CCTGACCAAG CA CCACTCC 

N57374 GGGCCTNTTA AACGGAAANA , CAA7AATNA CCTGACCAAA CAACNAA7. . 

R35464 CGGGC7G7CA . . CGCAAACA GCAATAATTA CCTGACCAAG GA. CCACTCC 

H94519 GGGGC7C7CA . . CGCAAACA GCAATAATTA CCTGACCAAG GA . CCACTCC 

N39798 GGGGC7G7CA ..CCCAAACA CCAA7AA77A CCTGACCAAG GA . CGAG7CC 

H8730C GA7TCGCCAC ACGCCAAACA GCAA7AA77A CCTGACCAAG CA . CCACTNC 

3?4593 CCAA7AA77A CC7GACCAAC SA.CGAGTCC 

R31^3C 

R34 7C; ^ * ■*' 

HC2982 

R32676 

747439 

R -3968 

r;3984C 

K95233 

H3984; 

S3C199 

752966 ' 

K295C8 

S26919 

N2691C 

HI 6 7 5" 



ty 



rigur* 4C (Con't) 

601 esc 

Sikuiun CTCAACAAAT CTCCCACTCT CACACACAAT CCCACCCCTC ACCTCCCCAC 

R3S4 64 CTCAACAAAT CTCCCACTST CACACACAAT CCCACCCCTG ACCTCCCCAC 

H94S19 CTCAACAAAT CTCCCACTCT CACACACAAT CCCACCCCTC ACCTCCCCAC 

N39798 CTCAACAAAT CTCCCACTCT CACACACAAT CCCACCCCTC ACCTCCCCAC 

H8730O CTCAACAAAT CTMCCACTCT CACACACAAT CCCACCCCTC ACCTCCCCAC 

R74593 CTCAACAAAT CTCCCACTCT CACACACAAT CCCACCCCTG ACCTCCCCAC 

R31730 

R34 701 

H02982 ' 

R32676 

T47439 

R73968 . 

H39840 

H95233 " 

H39841 ' 

N3C199 

TS2966 

N29S08 " 

N28919 

K2691C 

H1S757 '"' 

S27732 

651 700 

Blkunir CACCAGGAAT GCAGCGCATT CCTCTCTCCC AACTGCTCCC AGAAGGCACG 

R354 64 CACCAGGAAT GCAGCGCATT CCTCTCTCCC AACTGCTCCC AGAAGGCACG 

H94519 CACCAGGAAT GCAGCGCATT CCTCTCTCCC AACTGCTCCC AGAAGGCACG 

N39798 CACCAGGAAT GCAGCGCATT CCTCTCTCCC AACTGCTCCC AGAAGGCACG 

H87300 CACCAGGAAT GCAGCGCATT CCTCTGTCCC AACTCCTCCC AGAAGGCACG 

S74S93 CACCACCAAT CCACCCGATT CCTCTCTCCC AACT.CTCCC ACAAGCCACC 

S 2 1 ■' 3 0 

R3470I 



fU 



Figure 4C (C n't) 

701 750 

Bikunin ATTCT GAAC ACCACTCCAC CCATATCTT CAACTAT C AACAATACTC 

ATTCTTCAAC ACCACTTCAC CCATATCTTT CAANTATTGN AACAATAATT 

UMl ATTCT - GAAC * CC ^-*C CCATATCTT . CAACTAT . . C AACAATACTC 

HB7 L *" CT - CAAC ACCACTCCAC C =^^CTT. CAACTAT. . C AACAATACTC 

H8730C ATT...CAAC ACCACTCCAC CCATATCTT . CAACTAT. .S AACAATACTC 

11 M A ' TC --=AAC ACCACTCCAC CCATATCTT . CAACTAT. .C AACAATACTC 

R34 701 

H02982 

R32676 ' 

T47439 

R73968 

H3984C 

H95233 [" " 

H39841 

N30199 

T52966 

N29508 

N26919 ■ 

N26910 

H16757 

N27732 /'[ 

751 

BUunin CACCCCCAA CCCACT CAC TCCCCC TTC CCCTC CAT CCTT CCCAC 
A3S4 64 CCACCCNCAA CCNATT 

H94519 GCACCCCCAA CCCA*-" -A- -*-~rr — - 

.^-wCC.TC C.CTG.CAT CC m ~ rTir 

N397, 8 . CACCSCCAA C=CACT . CAC T=GCCCCTT= • c 

MJJOO .CACCCCCAA CCCACTNCAC TCCCCC . TTC C.CTCCCATN ^ £ 

* .CACCCCCAA CCCACT.CAC TCCCCC . TTC CCCTC.CAT. CCTT.CCCAC 



TLgurm 4C (C n't) 



801 

850 

Bikunin CCTCCTACTT T CACCTGGA CA CCAACTC CTC CAATAA CTTCATCTAT 
H94 519 CCTCCTACTT T.CMCCT 
N397 98 GCTCCNAATT TNCACSTTGA GAAGCAAC 

H87300 CCTNCTACTT T.CACCTCCA GA. CCAACTC CTCCCAATAA CTTCATCTAT 

R>4S93 CCTCCTACTT T.CACCTCCA CA. CCAACTC CTC. CAATAA CTTCATCTAT 

R3I730 

R34 701 

H0298J C* GA. CCAACTC CTC. CAATAA CTTCATCTAT 

R3 " 76 CATTC..CCAA 

T47439 

R73968 

H39840 ^' 

H95233 ; 

H39841 

N30199 

TS2966 [ [[ 

N29508 

N26919 

N2691C 

HI6757 

N27732 



851 

900 

Blfcunin GCACCCT CC CCGGCCAAT AACAACAC C TACCGCTC T GACCAGGCC"* 
H87300 GGAGGCTTGC CCGGCCAAT N AACAACACNT TACCGCTCTT TAGGACCCC"' 
R74S93 GGAGCCT.CC CCGGCCAAT. AACAACAC. C TACCGCTC. T CACGACCCCT 
R3P3 ° G.C TACCGCTC . T GAGGAGGCCT 



Tiqvx* 4C (Con't) 



Bikunin 








950 


TfT^T^ ^^•♦^ 


CC 


CA 


CCACCA 


no ' JUv 


. (#CA . T 






R74S93 


.GCA.TGCTC CCCTCCTTCC 


cc 




.CCACCA 


R31730 


.CCA.TCCTC CCCTCCTTCC 






.CCACCA 


R34 701 




CC 




H02982 


.CCC.TCCTC CCCTCCTTCC 








R32676 


.CCA.TCCTC CCCTCCTTCC 


CC 




CCACCA 


T47439 


TCCACTCCTC CCCTCCTTCC 


cc 




CCACCA 


R73968 








K39840 










H95233 










H39841 










N30199 










T52966 










N29508 










N26919 










N26910 










H16757 










S27732 











BiKunin 
R74593 
R31730 
R34701 
K02982 
R32676 
747439 
R7396B 
K39640 



95: 

CAA TCCTCC 
GAA.TCCTCC 
CAA. TCCTCC 
AAANTCCTCC 
GAA.TCCTCC 
CAA . TCCTCC 
GAA.TCCTCC 



CCTCCCCCTT 
CCTGCCCCTT 
CCTCCCCCTT 
CCTCCCCCTT 
CCTCCCCCTT 
CCTCCCCCTT 
CCTCCCCCTT 



CCCTCAAACC 
CCCTCAAACC 
CCCTCAAACC 
CGCTCAAACG 
CCCTCAAAGC 
CCCTCAAACC 
CCCTCAAAGC 



TCCTGCTTC 
TCCTCCTTC . 
TCCTGCTTC . 
TCCTCCTTCC 
TCCTCCTTC . 
TCCTCCTTC. 
TCCTCCTTC . 



I ceo 

TCC CCCCCC 
TCGfiCCGCCC 
TCC.CCCCCC 
TCG.CCCCCC 
TCC.CCCCCC 
TCC.CCCCCC 
TCC.CCCCCC 



Tigur* 4C (Con't) 

xoo; 

B l!«« TCTT CC7GA TCCTCTTCAT CC • CTTCC TCCC ACCCT CC ATGGTC ^ 
R74593 TCTT2CCTCA TGGTCTTCAT CCTT..TTCC TCCCCACCNT CC. ATCCTC' 
R31730 TCTT.CCTCA TCCTCTTCAT CC.T.CTTCC TCGGCACCCT CC. ATCCTC 
llllll TGTT ' CGTGA TCCTC ^AT CCCTCCTTCC CCCC.ACCCT CCCATCCTCC 
H02982 TCTT.CCTCA TCCTCTTCAT CC.T.CTTCC TCCC.ACCCT CC.ATCCTN 
A32676 TCTT.CCTCA TCCTCTTCAT CC.T.CTTCC TCCC.ACCCT CC ATCCTC 
TOO* TCTT.CCTCA TCCTCTTCAT CC.T.CTTCC TCCC.ACCCT CCATCC^c' 
llllll TCTT ' CGTGA TCCTC:TTCA - CC.T.CTTCC TCCC.ACCCT CC.ATGCTc! 

H95233 

H39SU \ 

N30199 

T52966 

N29508 \" * 

N26919 

N26910 

H16757 

N27732 * 

1CS1 

* * 00 

r\T IT' CCGCGTG =^ «C*« AAC C ACC ACCG TCCCCTGCCC 
«7«S»3 TAC . . TCATT CCGGCTCCCA ACCACC.AAC C.ACC.ACCC TCCCCTGCCC 
Ml '30 TACC.TGAT. CCGGCTCCCA CGGAGGCAAC C.AGGGACCG TCCCCTGCCC 
A3«7d TACCCTGAT. CCGGCTCCCA CGCACG.AAC CCAGC.ANCC TCCCCTGCCC 

llll'l lltl'lr"- CCCCCTMCCA C.ACGCACCG TCCCCTCCCN 

R32<7 6 TACC.TGAT. CCGGCTCCCA CCGACC.AAC C.ACGCACCG TCCCCTGCCC 

T<7,39 TACC.TGAT. CCCCCTNCCA CGCACG.AAC C.AGG.AGCC TCCCC^ 

«H! TGAT . CCGGCTCCCA CGCACG.AAC C.AGG.ACCG TCCCCTGCCC 

:::::::::: ::: CCC - AAC: - A CC - ACC ° 





Figur. 4C (Con't) 

uoi 

Bikunin ACCC TCT C CACCTCCCCA CATCACAACC ACCACCCC -CAXCAAr" 

07 1 coi mr^ . _ «^-At»w*CC tGAAGAAC 

B \ , !« ANC "* CTc 6*octtccca catcacaacc cut 

;'" ,rCTCC CATCACAACC CACCACCTGC C TCAACAAC 

JS"- 6 C * eCreteCA CATCACAACC £t£E" 

ACCC TCT* , CA6CTCCWA CATCACAACC -WMcJ: 

""3. a«c-~I* catcacaacc caccacctcc .tcaacaac. 
^- CT ' C CACCTC « C * catcacaacc .accacctcc .tcaacaac 

ACCCCTCT C G ««^««^ . ACCACCTCC .TCA^C 
I;!! !. CACCTCCCCA CATCACAACC .ACCACCTCC . TCAACAAC . 

H39841 " 

ACCC.TClic CACCTCCCCA CATNACAANC .ACCACCTC .TCAACAACC 

N29S08 

N26919 

N26910 

H16*>5? 

.....]., 

lis: 

BUunin ACATATGT C C7CT CACCC C~C - . 

mmn lriTl __ — Cw. C AACACC A CT GGGGAA 

.1" ^ ™: ~? — • 

H05O8? 4r »T,t., ^tc*.CACC- CCCiC.CCC C.AAGAGC.A CT. GGGGAA 

3; ™: :™ - 

T47439 ACA-ATr- r C^.. CC C C.AAGAGGGA N7GGGGGAA . 

n'*jy ACAiATCT.C CTCT.CACCG CCCTG* ^r^ r «»-^_ 

v«"^ ^t.wTGT . wGv C.AAGAGC.A CT. GGGGAA 

H95233 CACCC —— CC C. AACACC. A CT.NCCCAA. 

ACATATCT.'c CTCT.'cACCC ^CTNt'-CC 'ZZcl -T"' 
T52 966 -.AAGAGG.A CT . GCGNAAA 

N29508 Li' LLLL'.L'm 

N26919 " W * ST C:C C . AAGAGC . A CT.CGC.AA. 



□ 



OS 



IV. 

? 



03 



Tigur* 4C (C n't) 

1201 

Bikynin GGGAGGCC AGACTAT C — - r» — - * 25 " 

R31730 .GGGAGCCGC A " * ™* <* 

R34701 .CCCACCCC. AGACTAT . C . TGT.GA.GCT TTTTTT . . AA A.TA 

HC29 GGGGAGGGG. AGATTAT.G. TGTTGA.GTT TTTTTT. . AA ANTAG 

^GGAGCCGG AGAMTATTGT TGTTGA . GNT TTTTTTTAAA ATTAGGACCC 

.9 GCCAGGGG . AGACTAT.G. TGT.GA.GCT TTTTTT . . AA A.TAGA..CG 

H 3 98 40 ^ ACACTAT - C - TTTTTT.. AA A.TAGA..CG 

H3M40 .GCCAGGGG. AGACTAT.G. TGT.GA.GCT TTTTTT. . AA A.TACA..CG 

"'"I • ^-^CCT TTTTTT .AAA A .TAG A.' .GC 

NO 9, . GGGAGGNG. AGACTAT.G. TGT.AA.GCT TTTTTT . . AA A. TAGA. . CG 

• 3 4? 9oo 

H29S08 . GCCAGGGG ACACTA.'ic' TCT.GA.CCT TTTTTT ! .' AA A.'taCA.'.CS 

N< 6919 

N26910 ; 

H1S75"? 

N27732 "" "* 

12Si 

Sikumr. GATTGACTC CCATTTG A G? GATC A TTAGCG C" CAGCT"--- 

«267 6 GNTTCANTTC CCGNTTTTNA GTTGATCCAT TTAGGGCGNT GAG 

llllll CATTGACTC - CT.GATC.A. TTAGCG . . CT GAGGTCTNTT 

. ca^- CCATTTC - A CT -= ATC - A - ^••"caggtctgt 

H39840 GATTGACT.. .CCATTTG.A CT.GATC.A. TTAGCG. .CT GAGCTCTGTT 
H39M1 GATTGACTC .' !gGATTTc!a Gt'catc^a! "a^ [" 

S22 ~ c - 

llllll CATTCACTC : ; CCATTTC:A GT ' GATCNA: "^••"GAGCTCTGTT 

S26910 

' 

N2??32 * 

1301 

Bikur.in TCTCTCCCAC C7AGCACCCC 7CCTTCC *C C - - CC r A -^--^ 
TCTCTNCGAC CTAGGACGA ^ — 

^3968 TCTCTGCGAC GTAGGACGGC TCCTTC 

H3984C -CTCTCGGAG GTAGGACGGC TC _ 

itgt,!, w -»C.i-wCA . GGGATCGG. 

H95233 NCTCTGGCAG NTAGCACGCC 7=:;—-"= - — r, ww - 

H39841 TCNCTGCCAC GTAGGACGGC ------- - - C - CA — ■ 

N30199 TCTCTGGGAC GTAGGACGGC TGCT?C~""~c 3 "~~Z' Trr^l-' 



figure 4C (Con't) 



1351 

Blkunin TTTC CTTTC C AAATCCTC T AGGACCCT CCTCCT CCC ATCC CC -5 

R13968 TTTC. CTTTC CCAAATCCTC TTNGGACGCT CCTCCTTCCC ATGCCCCTTG 

H39840 TTTC. CTTTC CACAATCCTC T.AHCACCCT CCTCCT.CCC ATCC.CC. TG 

H95233 TTTC. CTTTC C.AAATCCTC T.ACCACCCT CCTCCT.CCC ATCC.CC.TC 

H39841 TTTC. CTTTC G.AAANCCNC T.ACCACCCT CCTCCT.CCC ATCC.CC.TC 

N30199 TTTC. CTTTC C.AAATCCTC T.ACCACCCT CCTCCTTCCC ATCC.CC TC 

TS2»«6 TTTC. CTTTC C.AAATCCTC T.ACCACCCT CCTCCT.CCC ATCC.CC.TC 

N29S08 TTTC. CTTTC C.AAATCCTC T.ACCACCCT CCTCCT.CCC ATCC.CC. TC 

N?<919 CACCCT CCTCCT.CCC ATCC.CC.TC 

N?<91 ° CTTTT GNAAATCCTC T.ACCACCCT CCTCCT.CCC ATCC.CC.TC 

H1S75? TTTCCCTTTC G.AAANCCTC T.ACCACCCT CCTCCT.CCC ATCC.CC.TC 

N27732 TTTC. CTTTC C.AAATCCTC TTACGACCCT CCTCCT.CCC ATCC.CC.TC 

• ! - . . 1401 MSO 

BUunin CACT CT CC CACCAG CCC CCAGTTGTTT CC TCCCTG ATC GATTC 

R7 3968 CACT.CTNGC CACCANCCCC CCACTTTTTT TCCTTCCCTC ATCCGAT'TC 

H39840 CAGT.CT.CG CAGCAC.CCC CGAGTTCTTT .CC. TCCCTG ATC . CATTTC 

H9S233 CACTTCT..C CAGCAC.CCC CGAGTTCTTT . CC . TCCCTG ATC. CATTTC 

J-l H39841 CACT.CT.CC CACCAC.CCC CCACTTCTTN .CC. TCCCTG A'C CATNTC 

I N30199 CAGT.CT.CG CAGCAC.CCC CGAGTTCTTT .CC.TCGCTC ATC. CATTTC 

> T52966 CACT.CT.GC CAGCAC. .CC CGAGTTCTTT .CC.TCGCTC ATC.GATTT- 

£ N2 9S08 CACT . CT . . C CAGCAC . CCC CGAGTTCTTT . CC . TCGCTC ATC . CATTTC 

• m N26919 CAGT.CTTGG CACCAC.CCC CGAGTTCTTT .CC.TCGCTC ANC. CATTTC 

S N2691 ° CACT.CT..G CACCAC.CCC CGAGTTCTTT .CC.TCGCTC ATCCGATTTC 

- H16751 CAG7NCT.GC CAGCACACCC CGAGTTCTTT .CC.TCGCTC ATC . GAT~TC 

yj N27732 "CT.CT.CG CAGCAC.CCC CGAGTTCTTT .CC.TCGCTG ANC .CATTTC 

5 1451 

=■ = 91kUnin " T CCTCCA WAG ACT TTTC TTTG CTTATCTTGA ATTCCATTCC 

L" R7 3968 TTTTCCTCCA GGTAACAATT TTTCTTTT 

HJ H3984C TTT.CCTCCA GCTAC . . ACT TTTC . TTTG . CTTATCTTGA AT— A— 

fU H95233 TTT.CCTCCA GGTAC . . ACT TTTC. TTTG. CTTATCTTGA ATTCCATTCC 

W H39841 TTT.CCCCCA GGTAC. ACT TTTC. TTTC. CTTATCTTCA ANTCCATT3C 

N30199 TTT.CCTCCA GGTAC. ACT TTTC. TTTC CTTATCTTCA ATTCCATTCC 

T52966 TTT.CCTCCA GCTAG. .ACT TTTC. TTTC CTTATCTTCA ATTCCATTCC 

N29S08 TTT.CCTCCA GGTAC. ACT TTTC. TTTC CTTATCTTGA ATTCCATTCC 

N26919 TTT.CCNCCA GCTAG . . ACT TTTC . TTTC . CTTATCTTCA ATTCCATTCC 

M«:C TTT.CCTCCA GGTAC. ACT TTTC TTTC CTTATCTTCA ATTCCATTCC 

H167S1 TTTACCCCCA GGTAC. ACT TTTCCTTTCN CTTATCTTCA ATTCCA'TG" 

«"32 TTT.CCTCCA GGTAC . ACT TTTC TTTC CTTATCTTCA ATTCCATTCC 



Figur 
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Bikunin 
H39840 
H95233 
H39841 
N30199 
T52966 
N29508 
N26919 
N26910 
H16757 
N27732 



CTCTTTT CT 
CTCTTTT . CT 
CTCTTTT.C? 
CTCTTTT. CT 
CTCTTTT. CT 
CTCTTTT. CT 
CTCTTTT. CT 
CTCTTTT.CN 
CTCTTTT. CT 
CTCTTTT ACT 
CTCTTTT. CT 



CATCACACAA 
CATCACACAA 
CATCACACAA 
CATCACACAA 
CATCACACAA 
CATCACACAA 
CATCACACAA 
CATCACACAA 
CATCACACAA 
CATCACACAA 
CATCACACAA 



CTCATCTTCC 
CTCATCTTCC 
CTCATCTTCC 
CTCATCTTCC 
CTCATCTTCC 
CTCATCTTCC 
CTCATCTTCC 
CTCATCTTCC 
CTCATCTTCC 
CTCATCTTCC 
CTCATCTTCC 



AATCCTTTCT 
AATCCTTTCT 
AATCCTTTCT 
AATCCTTTCT 
AATCCTTTCT 
AATCCTTTCT 
AATCCTTTCT 
AATCCTTTCT 
AATCCTTTCT 
AATCCTTTCT 
AATCCTTTCT 



Bikunin 
H39840 
H95233 
H39841 
N30199 
T52966 
N29S08 
N26919 
N2691C 
H16757 
N27732 



Bikunin 
H9S233 
H39841 
N30199 
T52966 
H29S06 
N26919 
N26910 
Hi67$7 
N27732 



1551 

CTCATTTATC 
CTCATTTATC 
CTCATTTATC 
CTCATTTATC 
CTCATTTATC 
CTCATTTATC 
CTCATTTATC 
CTCATTTATC 
CTCATTTATC 
CTCATTTATC 
CTCATTTATC 

1601 

CTCAAACAAC 
CTCAAACAAC 
CTCAAACAAC 
CTCAAACAAC 
CTCAAACAAC 
CTCAAACAAC 
CTCAAACAAC 
CTCAAACAAC 
CTCAAACAAC 
CTCAAACAAC 



G TTTTTTT 
CCTTTTTTT? 
C. .TTTTTTT 
G . . TTTTTTT 
C. .TTTTTTT 
C. . TTTTTTT 
C. .TTTTTTT 
C. . TTTTTTT 
C. .TTTTTTT 
C. . TTTTTTT 
C. .TTTTTTT 



AACTATAAAC 

AACTAT 

AACTATAAAC 

AACTATAAAC 

AACTATAAAC 

AACTATAAAC 

AACTATAAAC 

AACTNTAAAC 

AACTATAAAC 

AACTATAAAC 

AACTATAAAC 



AAAACTTTTT 

AAAACTTTTT 
AAAACTTTTT 
AAAACTTTTT 
AAAACTTTTT 
AAAACTTTTT 
AAAACTTTTT 
AAAACTTTTT 
AAAACTTTTT 
AAAACTTTTT 



155C 
TTTCTTT CT 
TTTCTTTTCT 
TTTCTTT. CT 
TTTCTTT. CT 
TTTCTTT. CT 
TTTCTTT. CT 
TTTCTTT. CT 
TTTCTTT. CT 
TTTCTTT. CT 
TTTCTTT. CT 
TTTCTTT. CT 

1603 
TATTACCATT 

TATTACCATT 
TATTACCATT 
TATTACCATT 
TATTACCATT 
TATTACCATT 
TATTACCATT 
TATTACCATT 
TATTACCATT 
TATTACCATT 



165C 

CAAACTAAAA TCTACAACTT TAATAAAAAC CGGCCTTCCC 
CAAACTAAAA TCTACAACTT TAATAAA 
CAAACTAAAN TCTACAACTT TAATAAAAAC CCCCCTTCCC 
CAAACTAAAA TCTACAACTT TAATAAAAAC CCCCCTTCCC 
CAAACTAAAA TCTACAACTT TAATAAAAAC CCCCCTTCCC 
CAAACTAAAA TCTACAACTT TAATAAAAAC CCCCCTTCCC 
CAAACTAAAA TCTACAACTT TAATAAAAAC CCCCCTTCCC 
CAAACTAAAA TCTACAACTT TAATAAAAAC CCCCCTTCCC 
CAAACTAAAA TCTACAACTT TAATAAAAAC CCCCCTTCCC 
CAAACTAAAA TCTACAACTT TAATAAAAAC CCCCCTTCCC 



Bikunin 
H39841 
N30199 
T52966 
N29508 
S26919 
K2691C 
H167S7 
S27732 



165: 1689 

CTTTAC AAT AAAAAAAAAA AAAAAAAAAA AAAAAAAAA 
CTTTAA. 

CTTTAC. AAT AAA 

CTTTACGAAT N A AAA H AAA A AACCCTC 
CTTTAC. AAT AAATTTCACC ATCTCCTTTC AA 
CTTTAC. AAT AAAAAAAAAA AAAAAAAAAA A 
CTTTAC. AAT AAATTTCACC ATCTCCTTTC AAAAAA 
CTTTAC. AAT AAAAAAAAAA AAAAAAAAAA AAAAAA 
CTTTAC. AAT AAAAAAAAAA AAAAAAAAAA AAAAAAAAA 



FIGURE 4D 



EST c natns MUCAEADGVS RtLGSLL^SG 
EST conaena WYNVTDGSCQ LFVYGGCDGN 
EST consens AADSSVPSAP RRQDSEDHSS 
EST consens RKSCNNFIYG GCRGNKNSYR 
EST consent FYMYLTIiFTivt ft.SMVYT.TRVA 



VLAADRERSI KDFCLVSKW GRCRASMPRW 50 
SNNYLTKEEC LKKCATVTEN ATGDLATSRN 100 
DMFNYEEYCT ANAVTGPCRA SFPRWYFDVE ISO 
SEEACMLRCF RQQENPPLPL GSX VWIAGL 200 
RRNQERALRT VWSSGDDKEQ LVKNTYVL 24 8 



FIGURE 4E 



cONA ACC 3 

translation T -4 7 

CONA TGATCGCGAG ACCCCAACGG CTGGTGGCGT CGCCTGCGCG TCTCGGCTGA 5 3 

translation S R D PNG WWR RLRV SAE-30 

cDNA GCTGGCCATG GCGCAGCTGT GCGGGCTGAG GCGGAGCCGG GCGTTTCTCG 103 

translation LAM AQLC GLR RSR ATI* A-13 

cDNA CCCTGCTGGG ATCGCTGCTC CTCTCTGGGG TCCTGGCGGC CGACCGAGAA 15 3 

translation LLG S L L .1* S G V L A A ORE 4 

CDNA CGCAGCATCC ACGACTTCTG CCTGGTGTCG AAGGTGGTGG GCAGATGCCG 2 03 

translation RSI H OFC LVS KVVG RCR 21 

cDNA GGCCTCCATG CCTAGGTGGT GGTACAATGT CACTGACGGA TCCTGCCAGC 253 

translation ASM P R W W YNV TDG SCQL38 

cDNA TGTTTGTGTA TGGGGGCTGT GACGGAAACA GCAATAATTA CCTGACCAAG 303 

translation F V Y GGC DGNS N N Y LTK 54 

cDNA GAGGAGTGCC TCAAGAAATG TGCCACTGTC ACAGAGAATG CCACGGGTGA 353 

translation EECL KKC ATV TENA TGD 71 

CDNA CCTGGCCACC AGCAGGAATG CAGCGGATTC CTCTGTCCCA AGTGCTCCCA 403 

translation LAT SRNA ADS SVP SAPR88 

CDNA GAAGGCAGGA TTCTGAAGAC CACTCCAGCG ATATGTTCAA CTATGAAGAA 4 53 

translation RQD SED HSSD M F N YEE 104 

cDNA TACTGCACCG CCAACGCAGT CACTGGGCCT TGCCGTGCAT CCTTCCCACG 503 

translation YCTA NAV TGP CRAS F P R 121 

CDNA CTGGTACTTT GACGTGGAGA GGAACTCCTG CAATAACTTC ATCTATGGAG 553 

translation WYF DVER NSC NNF IYGG138 

CDNA GCTGCCGGGG CAATAAGAAC AGCTACCGCT CTGAGGAGGC CTGCATGCTC 60 3 

translation CRG NKN SYRS EEA CML 154 

CDNA CGCTGCTTCC GCCAGCAGGA GAATCCTCCC CTGCCCCTTG GCTCAAAGGT 6 53 

translation RCFR QQE NPP LPLG S K ¥ 171 

CDNA GGTGGTTCTG GCGGGGCTGT TCGTGATGGT GTTGATCCTC TTCCTGGGAG 7C3 
translation v v l a g l f y m v L I ^ E L G 193 

cDNA CCTCCATGGT CTACCTGATC CGGGTGGCAC GGAGGAACCA GGAGCGTGCC 7 53 

translation * m v y l : RVAR RNQ ERA 2C4 



CDNA CTGCGCACCG TCTGGAGCTT CGGAGATGA 

translation X-RTV WSF GD 



732 
213 



FIGURE 4F 



cDNA GCACGAGTTG GGAGGTGTAG CGCGGCTCTG AACGCGCTGA GGGCCGTTGA 50 

CDNA GTGTCGCAGG CGGCGAGGGC GCGAGTGAGG AGCAGACCCA GGCATCGCGC 100 

CDNA GCCGAGAAGG CCGGGCGTCC CCACACTGAA GGTCCGGAAA GGCGACTTCC 150 

cDNA GGGGGCTTTG GCACCTGGCG GACCCTCCCG GAGCGTCGGC ACCTGAACGC 2 00 

cDNA GAGGCGCTCC ATTGCGCGTG CGCGTTGAGG GGCTTCCCGC ACCTGATCGC 250 

CDNA GAGACCCCAA CGGCTGGTGG CGTCGCCTGC GCGTCTCGGC TGAGCTGGCC 300 

CDNA ATGGCGCAGC TGTGCGGGCT GAGGCGGAGC CGGGCGTTTC TCGCCCTGCT 350 
translation MAQL C G L RRS R A F L ALL -11 

CDNA GGGATCGCTG CTCCTCTCTG GGGTCCTGGC GGCCGACCGA GAACGCAGCA 400 

translation GSL LLSG V L A ADR ERSI 7 

CDNA TCCACGACTT CTGCCTGGTG TCGAAGGTGG TGGGCAGATG CCGGGCCTCC 4 50 

translation H D F CLV SKVV GRC RAS 23 

CDNA ATGCCTAGGT GGTGGTACAA TGTCACTGAC GGATCCTGCC AGCTGTTTGT 500 

translation MPRVf W Y N VTD GSCQ L F V 40 

CDNA GTATGGGGGC TGTGACGGAA ACAGCAATAA TTACCTGACC AAGGAGGAGT s -" 

translation YGG CDGN SNN YLT KEEC 57 

CDNA GCCTCAAGAA ATGTGCCACT GTCACAGAGA ATGCCACGGG TGACCTGGCC 600 

translation LKK CAT VTEN ATG DLA 73 

CDNA ACCAGCAGGA ATGCAGCGGA TTCCTCTGTC CCAAGTGCTC CCAGAAGGCA 650 

translation TSRN A A D SSV P S A P RRQ 90 

CDNA GGATTCTGAA GACCACTCCA GCGATATGTT CAACTATGAA GAATACTGCA 700 

translation DSE OHSS D M F NYE EYCT107 

CDNA CCGCCAACGC AGTCACTGGG CCTTGCCGTG CATCCTTCCC ACGCTGGTAC 7 50 

translation ANA V ? G P C R A SFP RWY 123 

CDNA TTTGACGTGG AGAGGAACTC CTGCAATAAC TTCATCTATG GAGGCTGCCG 800 

translation FDVE RNS CNN FIYG GCR140 

c0NA GGGCAATAAG AACAGCTACC GCTCTGAGGA GGCCTGCATG CTCCGCTGCT 850 

translation GNK NSYR SEE ACM LRCF157 

CDNA TCCGCCAGCA GGAGAATCCT CCCCTGCCCC TTGGCTCAAA GGTGGTGGTT 900 

translation RQQ ENP ?LPL GSK V v v ;73 

CDNA CTGGCGGGGC TGTTCGTGAT GG7GTTGATC CTCTTCCTGG GAGCCTCCAT 950 
translation L A S l f v m v l : \ t, ~ a <^ n 190 

CDNA GGTCTACCTG ATCC3GGTGG CACGGAGGAA CCAGGAGCGT GCCCTGCGCA ID 00 

translation v y r. r rva RRn QER A L R t 2Z~> 

cDNA CCGTCTGGAG CTCC3GAGAT GACAAGGAGC AGCTGGTGAA GAACACATAT 10 50 

translation VWS SGD 3 K £ Q LVK NTY 223 

CDNA GTCCTGTGAC CGCCCTGTCG CCAAGAGGAC TGGGGAAGGG AGGGGAGACT 1100 

translation V L • 225 



FIGURE 4F (Con't) 
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cONA 
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1550 







TAGAGGGATT GACTCGGATT TGAGTGATCA 1150 

TCTGGGAGGT AGGACGGCTG CTTCCTGGTC 1200 

TGGAAATCCT CTAGGAGGCT CCTCCTCGCA 1250 

GCCCCGAGTT GTTTCCTCGC TGATCGATTT 1300 

TCTTTGCTTA TGTTGAATTC CATTGCCTCC 1350 

ATGTTGGAAT CGTTTCTTTt GTTTGTCTGA 1400 

AAACAAAAGT TTTTTATTAG CATTCTGAAA 14 50 

AGTTTAATAA AAAGGGGCCT TCCCCTTTAG 1500 
CTTTCAAAAA AAAAAAAAAA AAAA 



FIGURE 4G 



EST cons ns 
PCR clone 
AcDNA clone 



MLR AEADGVSRLL GSLLLSGVLA -1 
MAQLCGL RRSRAFLALL GSLLLSGVLA -1 
MAQLCGL RRSRAFLALL GSLLLSGVLA -1 



EST consens ADRERSIHDF CLVSKWGRC RASMPRWWYN VTDGSCQLFV YGGCDGNSNN 50 
PCR clone ADRERSIHDF CLVSKWGRC RASMPRWWYN VTDGSCQLFV YGGCDGNSNN 50 
AcDNA clone ADRERSIHDF CLVSKWGRC RASMPRWWYN VTDGSCQLFV YGGCDGNSNN 50 

EST consens YLTKEECLKK CATVTENATG DLATSRMAAD SSVPSAPRRQ DSEDHSSDMF 100 
PCR clone YLTKEECLKK CATVTENATG DLATSRKAAD SSVPSAPRRQ DSEDHSSDMF 100 
AcDNA Clone YLTKEECLKK CATVTENATG DLATSRNAAD SSVPSAPRRQ DSEDHSSDMF 100 

EST consens NYEEYCTANA VTGPCRASFP RWYFDVERNS CNNFIYGGCR GNKNSYRSEE 150 
PCR clone NYEEYCTANA VTGPCRASFP RWYFDVERNS CNNFIYGGCR GNKNSYRSEE ' 50 
AcDNA clone NYEEYCTANA VTGPCRASFP RWYFDVERWS CNNFIYGGCR GNKNSYRSEE 150 

EST consens ACMLRCFRQQ ENPPLPLGSK WVUfiT.FVw vltitt^xii tvt T bv» ou 2 00 
PCR clone ACMLRCFRQQ ENPPLPLGSK VWLAflt.rw VT.TT.FT.nAgM Wr T B», BB „ 200 
clone ACMLRCFRQQ ENPPLPLGSK vwubt.wm in.Ti.rm*** W m.,„» u 2 00 

EST consens QERALRTVWS SGDDKEQLVK NTYVL 225 
PCR clone QERALRTVWS FGD 213 
AcDNA clone QERALRTVWS SGDDKEQLVK NTYVL 225 
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Figure 8B 
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Figure 10 
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Figure 13 
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